original ejaculate. We think that an extension of this technique may be of value in the treatment of some types of male subfertility. The problem of separating X-and Y-bearing sperm has apparently not yet been solved but doubtless, when it is, the method will utilize the fluorescence technique.
Disease has a major effect on the longevity and profitability of our dairy cattle. There is evidence which indicates that resistance to many disease conditions is, in part, genetically controlled. The widespread use of artificial insemination in cattle breeding had made the long-term genetic improvement of health in cattle stock a possibility. The question remains, however, whether such breeding programmes are economically viable, since they must compete with the genetic improvement of production.
Specific genes have been found in experimental and domestic animals, and in man, which directly affect viability, and resistance to disease. It may be possible to utilize such genes, as an adjunct to normal breeding procedures, to improve profitability of our cattle industry.
The amylase I locus in cattle is a possible example of such a genetic marker. It has been established that there is an apparent excess of heterozygotes at this locus in populations -of dairy cows, whereas no excess exists in dairy calves, or beef animals. The excess within a herd is related to the mean herd yield, and recent findings indicate some association between the yield of an individual, and its amylase genotype. However, the excess appears to be established in heifer populations which have not yet been milked. If farmers are selecting heterozygote animals as herd replacements, serum amylase could be, to some extent, a predictor of the economic worth of a dairy calf. 
Genetics of Common Congenital Malformations in Man
Malformations Determined by Single Genes A great variety of monogenically determined single malformations or syndromes of multiple malformations occur in man, but none of these is common in the sense of having a birth frequency of 1 in 1000 total births or more. This is to be expected, since if the malformation is at all severe, then the birth frequency will, as the result of the balance between fresh mutation and selection, be at a level equivalent to some small multiple of the mutation rate. Gene mutations mostly occur at a frequency of 1 in 5000 or less.
Monogenic inheritance is readily recognized by the simple mendelian family patterns it givesdominant, recessive or X-linked.
Chromosome Anomalies
It has recently been discovered that chromosomal anomalies are relatively frequent at conception. Some 400% of first trimester spontaneous miscarriages are associated with chromosomal anomalies, and-if one accepts that some 15 % of known conceptions miscarry, then about 6 %, or 1 in 16, of zygotes have a major chromosomal anomaly causing miscarriage. The three most common chromosomal anomalies found in spontaneous miscarriages are triploidy (69 chromosomes instead of 46), the 45 XO genotype, which is characteristic of Turner's syndrome, and
